INTRODUCTION
The efects of habitat loss and fragmentation on biodiversity have been 75 intensively studied over the past three decades, with a primary focus on more local time approach (e.g., disturbed x undisturbed) regardless of the fact that distinct sites 112 could reflect distinct pre-disturbance conditions (Collins et al. 2017 
METHODS

162
Study region
163
The state of Sao Paulo is located within the range of two current global 
Woody plant species occurrence data
198
We chose to use woody plant species (i.e. trees and shrubs) in this study Environmental data 226 We compiled 22 environmental predictors with spatial resolution of 1km² main difference is that SDM implies on some sort of restriction over ENM, which will 247 be further detailed; for the purpose of this study, we hereafter will refer to our modeling 248 approach only as SDM.
249
We built the SDM for each species using the Model-R framework (Sánchez- Step 2: The predicted community species richness at a given point results from the 
324
There is extensive debate regarding the interrelationships among α, β and 
RESULTS
355
For the 663 woody species considered in this study, overall comparisons 356 revealed that predicted richness at the site level (α-diversity) was 3.8 times higher than 357 observed richness. This ratio was much lower when considering only strictly Protected Partition of total beta diversity (β SOR ) indicated a consistent higher contribution 369 of turnover (β SIM ) to overall dissimilarity within regions and protection categories (Table   370 2) (Appendix 5). We found that sites with lower predicted than observed β SOR (ratio < 1) also 377 had higher predicted than observed species richness (ratio > 1) (Figure 5) , which 378 indicates a correlation between local species loss and heterogenization. 
371
DISCUSSION
412
We detected a general loss on observed local diversity in relation to our 413 modeled predictions and this was particularly true among forest fragments in private 414 lands, where we registered consistent reductions in species richness. The higher β 415 diversity registered for the observed dataset imply an overall biotic heterogenization.
416
However, our study also exposes the complexity of this process, with evidence 
465
All of these mechanistic explanations may be related to the homogenization registered 466 in our study region, where forest fragments are usually small and therefore exposed to Overall, however, our results showed that biotic heterogenization is the 471 predominant process in our study region, accordingly to studies that found 
